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tctaagttag 
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atttcagagc 
aataaatgtt 
cctctacata 
aatgacttag 
gtttctgatt 
ctttttccag 
ggtctgataa 
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ggtaaaatac 
ccaaatgctg 
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gatgacataa 
cttgacattt 
tataaatgta 
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gaccttcatt 
cacctaactg 
gacttcaaga 
ttaggacgaa 
tttattacac 
tttcagacta 
ggtatatgca 
tttttctcgt 
ttttcagaag 
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caattttcta 
tcttgtttta 



gtggtgcaca 
tgagccaact 
ctattcagaa 
ctcaggttaa 
tccagttgaa 
atctagaaac 
aagttgttga 
cacctaaaaa 
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gccaggaaga 
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ggcttaatga 
gacagaattt 
ccgaacacac 
acatacaggc 
aacagaagtc 
caatatttac 
ttcaggcaaa 
atatggatag 
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taccagcttt 
cagaattgaa 
cattaaaaaa 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2780 



<210> 4 

<211> 2719 

<212> DNA 

<213> Homo sapiens 



<400> 4 

aattcggcac 

gtctgagact 

ggccagagcg 

ggcaggcacg 

cgcgcgtatc 

ctcgtttgtg 

ccgacctgca 

cggccgtcct 

ttctccggac 

ccacagtaaa 

tctgaaatct 

aaaagtattt 

taaggatctg 

aaataagaag 

agaatctgca 

taagtcacca 

ggaccatgat 

aattcttcat 

actcaagaaa 

aaaaacaaga 

ccctgcagtc 



gagctctctg 
gagagagcaa 
aggcgcgaga 
aggggcgagc 
ggcgccgcgg 
ctttgcgcct 
gacgcggtac 
gtcaacaggc 
ccagcatgta 
ggacatttcc 
ctgaaaactg 
taccttgact 
ggagggcgag 
gaagctaaat 
tatactgcag 
gacacagtgt 
tttattcctt 
attgatgaca 
tcaagtactt 
acaggaagac 
catttgatgt 



aggctgcgcc 
cggaatggag 
aggacggcgg 
gcgaggcggg 
ccgcgtgacg 
tcctcctccg 
ctctactgcg 
cgggggaagc 
ggtgccgggc 
agggtggaat 
ataacaggcc 
taccttctgt 
ttgaagaatt 
ttgcacaaac 
aaaccacttc 
gtttaagcag 
caaatagtat 
ttagatacta 
cagtaagaga 
tcaaaaagcc 
agacaagcca 



aagacctgaa 
gcggggtaga 
cgtgaggggg 
gcacggcgcg 
cgttttcaaa 
cgccttggag 
tagaggccgt 
cgtgctttcg 
gactgccatg 
ccaagtcaaa 
agaaaaatcc 
caccatatct 
tctcagcaaa 
cttgggtcga 
acctcatccc 
aggaaaatta 
attatcaaat 
cattgaacaa 
tgggggcaaa 
ttttgtaaag 
tctagtatgc 



gcggcggacc 
ggcggaaaca 
cggggcgcgc 
tggcgtgaga 
tcttcaaccg 
ccggatccgg 
agctggcgga 
cggctgcccg 
aactccggag 
aatgaaaaaa 
aaatgtaagc 
gaaaaacttc 
gatatcagtt 
atttctcctg 
agccatgatg 
ttagttgaaa 
gccttgtcat 
aagaaaaaag 
agagttggta 
gtggaagata 
aaaagcaaac 



gagagcccgg 
caacctgcag 
agcgcgagaa 
cggggcgggg 
ccgcagccca 
ccccggaaac 
aggagagagg 
gtgcgacact 
ccatgaggat 
acagaccatc 
cactttgggg 
aaaaggacat 
atcttatttc 
taccaagtcc 
gaagttcatt 
aagctatcaa 
ggggagtaaa 
agttgtattt 
gtggtgcaca 
tgagccaaag 
tcaggttaaa 
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ctaagaatcc 
gagaagaaga 
caccttctaa 
gatattgtat 
aaaagaataa 
actgaacaaa 
gatacaacag 
ctcctgttta 
aaaatgagta 
acacagctac 
ttaagtgaaa 
tctgtacatg 
gatactgtgc 
catgattctg 
gctccattcc 
ttaccttctg 
aatctggaac 
agaatttgta 
tcagaatttt 
atttgggaag 
tctacattta 
atattcttga 
tttacagacc 
acctgttaaa 
aaaaaaaaaa 



aaacagatgg 
aaaaaggata 
gtgagcaaca 
ctaagttagt 
aatacagtgt 
aggaaaaagt 
tgaaggagca 
tttcagagcc 
ataaatgttc 
ctctacataa 
atgacttaga 
tttctgattt 
tttttccagc 
gtctgataac 
atactcctcc 
gtaaaataca 
caaatgctga 
gttcaccggt 
tgggtttcac 
aggaaaattc 
ctggctttta 
aatttttata 
caaatgtaaa 
gaaaaattac 
aaactcgag 



cgataagtat 
ftgtgaatgt 
cagaaacttt 
ttttgacttt 
tggatccctt 
ggaattgcaa 
gaatttcctg 
catcccccac 
catgttaagt 
aaacaaacag 
agaactaagg 
cagtacagat 
aaaggatctc 
aataaacagt 
tgaggaaccc 
tcgaaaagtg 
atttgataaa 
acagtcttta 
aagctacaca 
agataatctg 
gaatttaaaa 
aatatgtatg 
tattaaaaat 
agaataaact 



ggtggaacct 
tgcttgcaga 
gcacagagta 
gtggaatatg 
tctcctgttt 
catatttctc 
tataaagaga 
ccttcaaatg 
acagctgaag 
gaatgcattc 
gtagatcact 
aatagtggat 
aaggaaaagg 
tcacaagagc 
aatgaatgtg 
aaaataatat 
agaactgaat 
ctagacttgt 
gaaaagagtg 
ttaacagcgt 
aatgcatact 
gaaattctta 
aaatatttgc 
tgtgactggt 



caattcaact 
aatatgaaga 
accagtatca 
aaaaggacac 
ctgcaagtgt 
agaaagattg 
cccaggaaac 
aattgagagg 
atgacataag 
ttgacatttc 
ataaatgtaa 
ctcaaccaaa 
accttcattc 
acctaactgt 
acttcaagaa 
taggacgaaa 
ttattacaca 
ttcagactag 
gtatatgcaa 
ttttctcgtc 
tttcagaagt 
ggattttttt 
aattttctac 
cttgttttac 



ccagttgaaa 
tctagaaact 
agttgttgat 
acctaaaaag 
cctgaaaaag 
ccaggaagat 
tgaaaaaaag 
gcttaatgag 
acagaatttt 
cgaacacaca 
catacaggca 
acagaagtca 
aatatttact 
tcaggcaaag 
tatggatagt 
tagaaaagaa 
agaagaaaac 
tgaagagaaa 
tgttttagat 
cccttcaact 
gataaggatc 
accagctttg 
agaattgaat 
attaaaaaaa 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2719 



<210> 5 
<211> 67 
<212> PRT 

<213> Mus musculus 
<400> 5 

Leu Lys Ala Asp Asn Arg Leu Glu Lys Ser Lys Tyr Lys Pro Leu Met 
15 10 15 

Gly Lys lie Phe Tyr Leu Asp Leu Pro Ser lie Thr lie Cys Glu Lys 
20 25 30 

Leu Gin Lys Asp lie Lys Glu Leu Gly Gly Arg Val Glu Glu Phe Leu 
35 40 45 

Ser Lys Asp lie Ser Tyr Phe Val Ser Asn Lys Lys Glu Ala Lys Tyr 
50 55 60 



Ala Gin Thr 
65 



<210> 6 
<211> 66 
<212> PRT 

<213> Drosophila melanogaster 
<400> 6 

Thr Pro Pro Lys Val Lys Val lie Lys Ser Lys Arg Pro Leu Cys His 
15 10 15 



5 



Phe Lys Phe Tyr Leu Asp lie Cys Asp His Gin Leu Ala Lys Arg He 
20 ' 25 30 

Glu Ser Asp He Lys Ala Leu Gly Gly His Leu Glu Pro Phe Leu Ser 
35 40 45 

Asp Asp He Thr His Phe Val Thr Asp Lys Pro Glu Val He Gly Gly 
50 55 60 

Thr Ser 
65 



<210> 7 
<211> 59 
<212> PRT 

<213> Mus musculus 
<400> 7 

Lys Gin Ala Gin Pro Lys Leu Arg He Asn Met Asp Gly Asp Lys Cys 
15 10 15 

Gly Thr Pro Val Gin Leu Gin Leu Lys Glu Lys Arg Lys Lys Gly Tyr 
20 25 30 

Cys Glu Cys Cys Leu Gin Lys Tyr Glu Asp Leu Glu Thr His Leu Leu 
35 40 45 

Ser Glu Lys His Arg Asn Phe Ala Gin Ser Asn 
50 55 



<210> 8 
<211> 60 
<212> PRT 

<213> Drosophila melanogaster 
<400> 8 

Pro Ser Leu Gin Glu Leu Lys Lys 
1 5 

Arg Ser Asn Cys Arg Glu Pro He 
20 

Val Cys Glu He Cys Lys Leu Glu 

35 40 

Gin Ser Lys Asp His Glu Leu Phe 
50 55 



Gin Ser Ala He Pro Asn Ser Pro 
10 15 

Asp Ser Ser Glu Lys Gin Gly Gly 
25 30 

Tyr Asp He Leu Asn He His Leu 
45 

Ala Lys Asn Ser 
60 



<210> 9 
<2H> 59 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 9 



6 



Lys Lys Ser Thr 
1 

Ala Cys Thr Ala 
20 

Tyr Cys Glu Asn 
35 

Val Ser Glu Lys 
50 



Ser Thr Asn Val Thr 
5 

Gin Pro Val Lys Lys 
25 

Cys Arg Val Lys Tyr 
40 

His Leu Ser Phe Ala 
55 



Leu His Phe Asn Ala Gin Thr 
10 15 

Glu Thr Val Lys Asn Ser Gly 
30 

Glu Ser Leu Glu Gin His lie 
45 

Glu Asn 



